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1 <110> APPLICANT: Liang, Yanbin 

2 Woodward, David F. 

3 <120> TITLE OF INVENTION: HUMAN COX-1 ALTERNATIVELY SPLICED 

4 VARIANTS AND METHODS OF USING SAME 

5 <130> FILE REFERENCE: 66872-028 (AR5746) 

6 <140> CURRENT APPLICATION NUMBER: US/lO/663 , 377 

7 <141> CURRENT FILING DATE: 2003-09-15 

8 <160> NUMBER OF SEQ ID NOS: 38 

9 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

11 <210> SEQ ID NO: 1 

12 <211> LENGTH: 2022 

13 <212> TYPE: DNA 

14 <213> ORGANISM: Homo sapiens 

15 <220> FEATURE: 

16 <221> NAME/KEY: CDS 

17 <222> LOCATION: (298 )... (2022 ) 

18 <400> SEQUENCE: 1 
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20 gtcctgctcg cggacccagg ggcgcccacg ccaggggcct ctttgggagg aagccgcagg 12 0 

21 caccaaggga aatgagttcc ctttctccag cctctaaccg tctgggaacc catcctgatt 180 
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X / O 
















9 ft n 

Z O V/ 










9 ft R 
^ o ^ 








176 


Leu 


Leu 


Lys 


Ala 


Glu 


His 


Pro 


Thr 


xxp 


Glv 

oxy 


Asp 


Glu 


Gin 


Leu 


Phe 


Gin 


177 




290 










295 










300 










178 


Thr 


Thr 


Arg 


Leu 


He 


Leu 


He 


Glv 


Glu 


Thr 


He 


Lvs 


He 


Val 


He 


Glu 


1 7Q 


^ \j 3 










^ X V . 










315 










320 


180 


Glu 


Tvr 


Val 


Gin 


Gin 


Leu 


Ser 


Glv 


Tvr 


Phe 


Leu 


Gin 


Leu 


Lvs 


Phe 


Asp 


181 










325 










330 










335 




182 


Pro 


Glu 


Leu 


Leu 


Phe 


Gly 


Val 


Gin 


Phe 


Gin 


Tyr 


Arg 


Asn 


Arg 


He 


Ala 


183 








340 










345 










350 






184 


Met 


Glu 


Phe 


Asn 


His 


Leu 


Tyr 


His 


Trp 


His 


Pro 


Leu 


Met 


Pro 


Asp 


Ser 


185 






355 










360 










365 








186 


Phe 


Lys 


Val 


Gly 


Ser 


Gin 


Glu 


Tyr 


Ser 


Tyr 


Glu 


Gin 


Phe 


Leu 


Phe 


Asn 


187 




370 










375 










380 










188 ■ 


Thr 


Ser 


Met 


Leu 


Val 


Asp 


Tyr 


Gly 


Val 


Glu 


Ala 


Leu 


Val 


Asp 


Ala 


Phe 


189 


385 










390 










395 










400 


190 


Ser 


Arg 


Gin 


He 


Ala 


Gly 


Arg 


He 


Gly 


Gly 


Gly 


Arg 


Asn 


Met 


Asp 


His 


191 










405 










410 










415 




192 


His 


He 


Leu 


His 


Val 


Ala 


Val 


Asp 


Val 


He 


Arg 


Glu 


Ser 


Arg 


Glu 


Met 
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193 420 425 430 

194 Arg Leu Gin Pro Phe Asn Glu Tyr Arg Lys Arg Phe Gly Met Lys Pro 

195 435 440 445 

196 Tyr Thr Ser Phe Gin Glu Leu Val Gly Glu Lys Glu Met Ala Ala Glu 

197 450 455 460 

198 Leu Glu Glu Leu Tyr Gly Asp lie Asp Ala Leu Glu Phe Tyr Pro Gly 

199 465 470 475 480 

200 Leu Leu Leu Glu Lys Cys His Pro Asn Ser lie Phe Gly Glu Ser Met 

201 485 490 495 

2 02 lie Glu lie Gly Ala Pro Phe Ser Leu Lys Gly Leu Leu Gly Asn Pro 

203 500 505 510 

204 lie Cys Ser Pro Glu Tyr Trp Lys Pro Ser Thr Phe Gly Gly Glu Val 

205 515 520 525 

2 06 Gly Phe Asn lie Val Lys Thr Ala Thr Leu Lys Lys Leu Val Cys Leu 

207 530 535 540 

208 Asn Thr Lys Thr Cys Pro Tyr Val Ser Phe Arg Val Pro .Asp Ala Ser 

209 545 550 555 560 

210 Gin Asp Asp Gly Pro Ala Val Glu Arg Pro Ser Thr Glu Leu 

211 565 570 



213 <210> SEQ ID NO: 3 

214 <211> LENGTH: 1818 

215 <212> TYPE: DNA 

216 <213> ORGANISM: Homo sapiens 

217 <220> FEATURE: 

218 <221> NAME/KEY: CDS 

219 <222> LOCATION: (298) ... (1620) 

220 <400> SEQUENCE: 3 

221 atgagccgga gtctcttgct ccggttcttg ctgttcctgc tcctgctccc gccgctcccc 60 

222 gtcctgctcg cggacccagg ggcgcccacg ccaggggcct ctttgggagg aagccgcagg 120 

223 caccaaggga aatgagttcc ctttctccag cctctaaccg tctgggaacc catcctgatt 180 

224 cccattgcca gtggagaagg tctcccctgg tgaagacttc gggagaacat gggagatgga 240 

225 aatacattta ggagccggga tgcttcatct ggggtttaag agatccccat tgagcaa atg 300 

226 Met 

227 1 



228 


agg aaa ccg 


agg 


etc 


agg aag 


aag 


cag 


ttg 


eca 


gat 


gcc 


cag 


etc 


ctg 


348 


229 


Arg Lys Pro 


Arg 


Leu 


Arg Lys 


Lys 


Gin 


Leu 


Pro 


Asp 


Ala 


Gin 


Leu 


Leu 




230 




5 








10 










15 








231 


gcc cgc cgc 


ttc 


ctg 


etc agg 


agg 


aag 


ttc 


ata 


cct 


gac 


ccc 


caa 


ggc 


396 


232 


Ala Arg Arg 


Phe 


Leu 


Leu Arg Arg 


Lys 


Phe 


He 


Pro 


Asp 


Pro 


Gin 


Gly 




233 


20 








25 










30 










234 


acc aac etc 


atg 


ttt 


gcc ttc 


ttt 


gca 


caa 


cac 


ttc 


acc 


cac 


cag 


ttc 


444 


235 


Thr Asn Leu 


Met 


Phe 


Ala Phe 


Phe 


Ala 


Gin 


His 


Phe 


Thr 


His 


Gin 


Phe 




236 


35 






40 










45 












237 


ttc aaa act 


tct 


ggc 


aag atg 


ggt 


cct 


ggc 


ttc 


acc 


aag 


gcc 


ttg 


ggc 


492 


238 


Phe Lys Thr 


Ser 


Gly 


Lys Met 


Gly 


Pro 


Gly 


Phe 


Thr 


Lys 


Ala 


Leu 


Gly 




239 


50 






55 








60 










65 




240 


cat ggg gta 


gac 


etc 


ggc cac 


att 


tat 


gga 


gac 


aat 


ctg 


gag 


cgt 


cag 


540 


241 


His Gly Val Asp 


Leu 


Gly His 


lie 


Tyr 


Gly 


Asp 


Asn 


Leu 


Glu 


Arg 


Gin 




242 






70 








75 










80 
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